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Approximately 1% of the fragments were identified as sticky with respect to the Biacore sensor chips used. , , ,
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e We have run complete Clean Screens of Maybridge Ro3 2500 diversity fragment library on Biacore Sensor Chips CM5, CM7 and SA, and identified mgg‘s‘gi
undesirable sticky fragments to the sensor surfaces. MO00072 .
MO00397 °
e The dedicated software tools for fragment screening on Biacore systems efficiently and quickly identified fragments with unwanted binding manner. MOO07699 .
MO08161 °
e The optimization of the Maybridge library has established a fragment library that is better prepared for FBDD campaigns, and will reduce assay 5801680 .
. . . . . TLOO355
optimization when working with Biacore systems. MBXO0167 . ’
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